Biochim. Biophys. Acta 1758: 948-59 (2006) . content for infected (black bars) and control (white bars) hamster dorsal root ganglia at the four investigated time points. Asterisks mark significant differences (p<0.05) between scrapie and control. (C) Photomicrographs of unstained cryo-sections (1st and 3rd columns) and corresponding FTIRM images (2nd and 4th columns) of the β-sheet distribution for control (left) and infected (right) ganglia at different time points. Areas exhibiting extremely low β-sheet at 100 dpi are indicated by arrowheads. (D) Original and 2 nd stages of scrapie are characterized by an overexpression of proteins low in β-sheet content. As the disease progresses, PrP C is converted to PrP Sc , along with the conversion or replacement of other α-helical-rich proteins by β-sheet proteins. The dramatic changes in protein content and structure at pre-clinical time points emphasizes the need for identifying protein changes involved in early pathogenesis, which are important for understanding the disease and may provide a mechanism National Synchrotron Light Source Brookhaven National Laboratory derivative spectra of areas indicated by numbers in the chemical maps. Red square in photomicrographs: 10x10 μm.
important for understanding the disease and may provide a mechanism for early TSE diagnosis and treatment.
